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3 <110> APPLICANT: Dahl , Niklas 

5 <120> TITLE OF INVENTION: Genes Associated with Obesity and Methods for Using the Same 

7 <130> FILE REFERENCE: ASZD-P01-852 
C--> 9 <140> CURRENT APPLICATION NUMBER: US/10/549 , 460 
C--> 9 <141> CURRENT FILING DATE: 2005-09-16 

9 <150> PRIOR APPLICATION NUMBER: GB 0306185 
10 <151> PRIOR FILING DATE: 2003-03-19 
12 <160> NUMBER OF SEQ ID NOS : 75 
14 <170> SOFTWARE: Patentln version 3.2 

16 <210> SEQ ID NO: 1 

17 <211> LENGTH: 2986 

18 <212> TYPE: DNA 

19 <213> ORGANISM: Homo sapiens 

21 <400> SEQUENCE: 1 

22 ctgaaaacag aagatagaga ggagtctcgg agctcgccat ctccagcgat ctctacattg 60 

23 ggaaaaaaca tggagtcagc tccggcagcc cccgaccccg ccgccagcga gccaggcagc 12 0 

24 agcggcgcgg acgcggccgc cggctccagg gagaccccgc tgaaccagga atccgcccgc 180 

25 aagagcgagc cgcctgcccc ggtgcgcaga cagagctatt ccagcaccag cagagatgat 240 

26 gacttttttc atgaactccc agaaactttt ccttctgatc cacctgagcc tctgccacat 300 

27 ttccttattg agcctgaaga agcttatatt gtgaagaata agcctgtgaa cctgtactgt 360 

28 aaagcaagcc ctgccaccca gatctatttc aagtgtaata gtgaatgggt tcatcagaag 42 0 

2 9 gaccacatag tagatgaaag agtagatgaa acttccggtc tcattgtccg ggaagtgagc 4 80 

30 attgagattt cgcgccagca agtggaagaa ctctttggac ctgaagatta ctggtgccag 540 

31 tgtgtggcct ggagctccgc gggtaccaca aagagccgga aggcgtatgt gcgcattgca 600 

32 tatctacgga agacatttga gcaggaaccc ctaggaaagg aagtgtcttt ggaacaggaa 660 

33 gtcttactcc agtgtcgacc acctgaaggg atcccagtgg ctgaggtgga atggttgaaa 720 

34 aatgaagaca taattgatcc cgttgaagat cggaattttt atattactat tgatcacaac 780 

35 ctcatcataa agcaggcccg actctctgat actgcaaatt acacctgtgt tgccaaaaac 840 

36 attgttgcca agaggaaaag tacaactgcc actgtcatag tctatgtcaa cggtggctgg 900 

37 tccacctgga cggagtggtc tgtgtgtaac agccgctgtg gacgagggta tcagaaacgt 960 

38 acaaggactt gtaccaaccc ggcaccactc aatgggggtg ccttctgtga agggcagagt 102 0 

3 9 gtgcagaaaa tagcctgtac tacgttatgc ccagtggatg gcaggtggac gccatggagc 1080 

40 aagtggtcta cttgtggaac tgagtgcacc cactggcgca ggagggagtg cacggcgcca 1140 

41 gcccccaaga atggaggcaa ggactgcgac ggcctcgtct tgcaatccaa gaactgcact 1200 

42 gatgggcttt gcatgcagag tttcatttat cccatttcaa ctgaacagag aacccagaat 1260 

43 gaatatggat tttcttctgc tcctgattca gatgatgttg ctctctatgt tgggattgtg 132 0 

44 atagcagtga tcgtttgcct ggcgatctct gtagttgtgg ccttgtttgt gtatcggaag 1380 

45 aatcatcgtg actttgagtc agatattatt gactcttcgg cactcaatgg gggctttcag 1440 

46 cctgtgaaca tcaaggcagc aagacaagat ctgctggctg tacccccaga cctcacgtca 1500 

47 gctgcagcca tgtacagagg acctgtctat gccctgcatg acgtctcaga caaaatccca 1560 

48 atgaccaact ctccaattct ggatccactg cccaacctga aaatcaaagt gtacaacacc 1620 

49 tcaggtgctg tcacccccca agatgacctc tctgagttta cgtccaagct gtcccctcag 1680 

50 atgacccagt cgttgttgga gaatgaagcc ctcagcctga agaaccagag tctagcaagg 1740 
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51 cagactgatc catcctgtac 

52 gttcccaatt caggagtcag 

53 tacgaaatgt atgtgactgt 

54 cagacacttt tgacccctgt 

55 gtcgtcctca ctatgcatca 

56 aagaaccagg cagcacaggg 

57 accaccccct gctacattca 

58 agcacctacg ccctggtagg 

59 gccatctttg ggcccctgtg 

60 gatgacaccc aggatgccct 

61 ctcctagaag aacctaaggc 

62 attcacgata tcgcccattc 

63 ccattttacc atgtttggag 

64 agatttagcc tgaacacagt 

65 gaagggcaga tcttccagct 

66 ccgctgctgg atcctgcgaa 

67 cctctcccta tccggcagaa 

68 gactggagga tgctggccca 

69 aaatccagcc caactggcgt 

70 aacctgagca tgctggcagc 

71 ttagcagcag aagggcagta 

74 <210> SEQ ID NO: 2 

75 <211> LENGTH: 964 

76 <212> TYPE: PRT 

77 <213> ORGANISM: Homo sapiens 
79 <400> SEQUENCE: 2 
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101 Trp Val His Gin Lys Asp His He Val Asp Glu Arg Val Asp Glu Thr 

102 115 120 125 

104 Ser Gly Leu He Val Arg Glu Val Ser He Glu He Ser Arg Gin Gin 

105 130 135 140 
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cgcatttggc agcttcaact cactgggagg tcaccttatt 1800 

cttgctgatt cccgctgggg ccattcccca agggagagtc 1860 

acacaggaaa gaaactatga ggccacccat ggatgactct 1920 

ggtgagctgt gggcccccag gagctctgct cacccgcccc 1980 

ctgcgcagac cccaataccg aggactggaa aatactgctc 2040 

acagtgggag gatgtggtgg tggtcgggga ggaaaacttc 2100 

gctggatgca gaggcctgcc acatcctcac agagaacctc 2160 

acattccacc accaaagcgg ctgcaaagcg cctcaagctg 222 0 

ctgctcctcg ctggagtaca gcatccgagt ctactgtctg 2280 

gaaggaaatt ttacatcttg agagacagac gggaggacag 2340 

tcttcatttt aaaggcagca cccacaacct gcgcctgtca 2400 

cctctggaag agcaaattgc tggctaaata tcaggaaatt 2460 

tggatctcaa agaaacctgc actgcacctt cactctggaa 2520 

ggagctggtt tgcaaactct gtgtgcggca ggtggaagga 2580 

caactgcacc gtgtcagagg aacctactgg catcgatttg 2640 

caccatcacc acggtcacgg ggcccagtgc tttcagcatc 2 700 

gctctgtagc agcctggatg ccccccagac gagaggccat 2 760 

taagctgaac ctggacaggt acttgaatta ctttgccacc 2820 

aatcctggat ctttgggaag cacagaactt cccagatgga 2880 

tgtcttggaa gaaatgggaa gacatgaaac ggtggtgtcc 2940 

ttaaccacca tgctggaagg ggaaat 2986 
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264 <210> SEQ ID NO: 3 

265 <211> LENGTH: 2780 

266 <212> TYPE: DNA 

267 <213> ORGANISM: Homo sapiens 

269 <400> SEQUENCE: 3 

270 ctgaaaacag aagatagaga ggagtctcgg agctcgccat ctccagcgat ctctacattg 60 

271 ggaaaaaaca tggagtcagc tccggcagcc cccgaccccg ccgccagcga gccaggcagc 120 

272 agcggcgcgg acgcggccgc cggctccagg gagaccccgc tgaaccagga atccgcccgc 180 

273 aagagcgagc cgcctgcccc ggtgcgcaga cagagctatt ccagcaccag cagagatgat 240 

274 gacttttttc atgaactccc agaaactttt ccttctgatc cacctgagcc tctgccacat 300 

275 ttccttattg agcctgaaga agcttatatt gtgaagaata agcctgtgaa cctgtactgt 360 

276 aaagcaagcc ctgccaccca gatctatttc aagtgtaata gtgaatgggt tcatcagaag 420 

277 gaccacatag tagatgaaag agtagatgaa acttccggtc tcattgtccg ggaagtgagc 480 

278 attgagattt cgcgccagca agtggaagaa ctctttggac ctgaagatta ctggtgccag 540 

279 tgtgtggcct ggagctccgc gggtaccaca aagagccgga aggcgtatgt gcgcattgca 600 

280 tatctacgga agacatttga gcaggaaccc ctaggaaagg aagtgtcttt ggaacaggaa 660 

281 gtcttactcc agtgtcgacc acctgaaggg atcccagtgg ctgaggtgga atggttgaaa 720 

282 aatgaagaca taattgatcc cgttgaagat cggaattttt atattactat tgatcacaac 780 

283 ctcatcataa agcaggcccg actctctgat actgcaaatt acacctgtgt tgccaaaaac 840 

284 attgttgcca agaggaaaag tacaactgcc actgtcatag tctatgtcaa cggtggctgg 900 
2 85 tccacctgga cggagtggtc tgtgtgtaac agccgctgtg gacgagggta tcagaaacgt 960 

286 acaaggactt gtaccaaccc ggcaccactc aatgggggtg ccttctgtga agggcagagt 1020 

287 gtgcagaaaa tagcctgtac tacgttatgc ccagtggatg gcaggtggac gccatggagc 1080 

288 aagtggtcta cttgtggaac tgagtgcacc cactggcgca ggagggagtg cacggcgcca 1140 

289 gcccccaaga atggaggcaa ggactgcgac ggcctcgtct tgcaatccaa gaactgcact 1200 
2 90 gatgggcttt gcatgcagag tttcatttat cccatttcaa ctgaacagag aacccagaat 1260 

291 gaatatggat tttcttctgc tcctgattca gatgatgttg ctctctatgt tgggattgtg 1320 

292 atagcagtga tcgtttgcct ggcgatctct gtagttgtgg ccttgtttgt gtatcggaag 1380 

293 aatcatcgtg actttgagtc agatattatt gactcttcgg cactcaatgg gggctttcag 1440 

294 cctgtgaaca tcaaggcagc aagacaagat ctgctggctg tacccccaga cctcacgtca 1500 

295 gctgcagcca tgtacagagg acctgtctat gccctgcatg acgtctcaga caaaatccca 1560 

296 atgaccaact ctccaattct ggatccactg cccaacctga aaatcaaagt gtacaacacc 1620 
2 97 tcaggtgctg tcacccccca agatgacctc tctgagttta cgtccaagct gtcccctcag 1680 
298 atgacccagt cgttgttgga gaatgaagcc ctcagcctga agaaccagag tctagcaagg 1740 

2 99 cagactgatc catcctgtac cgcatttggc agcttcaact cactgggagg tcaccttatt 1800 

300 gttcccaatt caggagtcag cttgctgatt cccgctgggg ccattcccca agggagagtc 1860 

301 tacgaaatgt atgtgactgt acacaggaaa gaaactatga ggccacccat ggatgactct 1920 

302 cagacacttt tgacccctgt ggtgagctgt gggcccccag gagctctgct cacccgcccc 1980 

303 gtcgtcctca ctatgcatca ctgcgcagac cccaataccg aggactggaa aatactgctc 2040 

304 ctcgctggag tacagcatcc gagtctactg tctggatgac acccaggatg ccctgaagga 2100 

305 aattttacat cttgagagac agacgggagg acagctccta gaagaaccta aggctcttca 2160 

306 ttttaaaggc agcacccaca acctgcgcct gtcaattcac gatatcgccc attccctctg 222 0 

307 gaagagcaaa ttgctggcta aatatcagga aattccattt taccatgttt ggagtggatc 2280 

3 08 tcaaagaaac ctgcactgca ccttcactct ggaaagattt agcctgaaca cagtggagct 2340 
3 09 ggtttgcaaa ctctgtgtgc ggcaggtgga aggagaaggg cagatcttcc agctcaactg 2400 

310 caccgtgtca gaggaaccta ctggcatcga tttgccgctg ctggatcctg cgaacaccat 2460 

311 caccacggtc acggggccca gtgctttcag catccctctc cctatccggc agaagctctg 2520 

312 tagcagcctg gatgcccccc agacgagagg ccatgactgg aggatgctgg cccataagct 2580 

313 gaacctggac aggtacttga attactttgc caccaaatcc agcccaactg gcgtaatcct 2640 
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